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15t Call for proposals for FREE Research Services:
Presentation of services and discussion of technical details
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Reads (bcl or fastq)

Detailed Statistics Report

Aligned Reads

Report of the DNA
alteration (exact
locations, statistical
significance, confidence
metrics)

Genome browser
visualization

Sequencing Base Calling Quality Control
fastq 3 —
CNVs/SNPs Variant Calling
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Pipelines (RNAseq)

Reads Quality Control
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Pipelines (scRNAseq)

Quality Control
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